2013, and 96.73% similar to the classical Belgium strain, CV777. It is most similar to strain USA/Oklahoma418/2014 (99.99%).
Through continued sequencing of PEDV from diverse geographical areas, we hope to keep monitoring and learning about the evolution of PEDV in the Americas. Phylogenetic analysis will help to prevent or mitigate outbreaks of PEDV in the future.
Nucleotide sequence accession number. The COL/Cundinamarca/2014 PEDV sequence has been deposited into GenBank under the accession number KU569509.
